Supplemental Data

KEY: N = new, NU = new & updated, U = updated, AU = automatically updated

Track(s) New/Update | Human Mouse Other
Status assemblies assemblies | assemblies

GENCODE v26 & [N hg38

v27

GRCh38 Patch 9 N hg38

& 11

GTEXx Transcript N hg38, hg19

Expression

dbSNP v147 & N hg38, hg19

v150

Gene Interactions | N hg38, hg19

from Curated
Databases and

Text-Mining

NCBI RefSeq N hg38 mm10

Genes

CRISPR/Cas9 - N hg38, hg19 mm10 ce10, ci2,

NGG Targets criGri1, danRer7,
dm6, rn5,
sacCer3

TransMap N hg38, hg19 mm10 > 60 others

Alignments v4

GENCODE VM11 [N mm10

& VM14

Alternate mouse N mm10

strain sequences

20 Species N rné

Conservation

Chains & Nets (for | N various various various

many assemblies)

dbSNP v148 N bosTau8

Pfam Domains in N dm6

RefSeq Genes




dbSNP v147 N galGal5
Ensembl Genes N many
v86 & v89
Locus Reference NU new for hg38,
Genomic (LRG) updated for
Sequences hg19
Database of U hg38, hg19,
Genomic Variants hg18
(DGV): Structural
Variation
Pfam Domains in U hg19 mm10
UCSC genes
COSMIC v81 & U hg38, hg19
v82
GenBank and AU Most Most Most assemblies
RefSeq Updates assemblies assemblies updated
(RefSeq Genes, updated updated
ESTs, RNAs)
ClinGen CNVs AU hg38, hg19
(formerly ISCA)
ClinVar Variants AU hg38, hg19
GeneReviews AU hg38, hg19,
hg18
NHGRI-EBI AU hg38, hg19,
Catalog of hg18
Published GWAS
OMIM Genes & AU hg38, hg19,
Phenotypes hg18
DECIPHER AU hg19
GRC Incident AU hg38, hg19
Database

Supplementary Table 1. Annotation tracks added or updated within the last year.




UCSC Assembly NCBI Assembly Organism Provider

Name Accession

ci3 GCF_000224145.1 C. Intestinalis Kyoto Dept. of
Zoology KH

rhiRox1 GCA _000769185.1 | Golden Snub-Nosed | Novogene

Monkey
bisBis1 GCA_000754665.1 | Bison Bison Bison Univ. of Maryland
galVar1 GCF_000696425.1 Malayan Flying Washington
Lemur University

aquChr2 GCA 000766835.1 | Golden Eagle Washington
University

manPen1 GCA 000738955.1 | Chinese Pangolin Washington
University

nanPar1 GCA_000935625.1 | Tibetan Frog Beijing Genomics
Institute

nasLar1 GCA _000772465.1 Proboscis Monkey Proboscis Monkey
Functional Genome
Consortium

melGal5 GCF_000146605.2 | Turkey Turkey Genome
Consortium

panTro5 GCF_000001515.7 Chimpanzee Chimpanzee
Sequencing and
Analysis Consortium

gorGor5 GCA_900006654.1 | Gorilla University of
Washington

chlSab2 GCA_000409795.2 | Green Monkey Vervet Genomics

Consortium

Supplementary Table 2. List of assemblies added to the UCSC Genome Browser in the last

year.




Database

Notes

iReflex 13 (1-15)

Androgen Responsive Gene Database (16)

No longer available online, but UCSC
maintains a copy at
http://hgdownload.soe.ucsc.edu/goldenPath/e
xternal/geneGraph/.

String 9.1 (17, 18)

Negatome 2.0 (19)

Corum Protein Complexes (4, 5)

Gene Ontology Protein Complexes (20)

KEGG (21-23)

Version from April 2011, before the switch to
a non-commercial license.

NCI Pathway Interaction Database (24)

No longer available online in its original
format, but UCSC maintains a copy at
http://hgdownload.soe.ucsc.edu/goldenPath/e
xternal/geneGraph/.

BioCarta (25)

Not directly available in a machine readable
format. UCSC maintains a copy of a version
from 2009 that was included in the original
NCI-PID at
http://hgdownload.soe.ucsc.edu/goldenPath/e
xternal/geneGraph/.

Reactome 2014 (26, 27)

WikiPathways (28, 29)

Version 20170510

OpenBEL large corpus
(https://github.com/OpenBEL/openbel-
framework-resources/tree/latest/knowledge)

Version 20150611 (commit 5515fcf, Jan
2016). This database is Copyright 2011-2015,
Selventa and under a non-commercial
license.

FastForward (30)

Supplementary Table 3. List of database resources used to construct the new Gene Interactions
track for the GRCh38/hg38 human genome assembly. The track is also supported by text-

mining of paper abstracts drawn from PubMed.




Track Hub Name

Provider

Assemblies

Hub URL

Mouse Strain
Assemblies

UCSC

mm10, rn6,
129S1_SvimJ,
WSB_EiJ,
SPRET_EiJ, AKR _J,
DBA 2J, CBA J,
A _J, C57BL_6NJ,
CAST _EiJ,

PWK _PhJ, LP_J,
C3H_HeJ,
NZO_HILtJ,
NOD_ShilLtJ,
FVB_NJ, BALB cJ

http://hgdownload.so
e.ucsc.edu/hubs/mou
seStrains/hub.txt

Methylation and
Gene Transcription

Schachtschneider, U
of lllinois, Chicago

Cotney Lab Human Cotney Lab at UConn | hg19, mm9 https://cotneylab.cam

Craniofacial Health .uchc.edu/~jcotney/C

Epigenomics RANIOFACIAL_HUB/
Craniofacial_Data_H
ub.txt

GeneHancer GeneCard/MalaCard | hg38 https://genecards.wei

Enhancers s zmann.ac.il/geneloc/g
h_hub/hub.txt

Hippocampal DNA Kyle susScr3 http://public.hpcagrog

enomics.wur.nl/ABG
C/Track_Hubs/Cognit
ion/hub.txt

EPD Viewer Hub

Eukaryotic Promoter
Database

amel5, araTha1,
zm3, spo2

http://epd.vital-
it.ch/ucsc/epdHubCu
stomSpecies/epdHub
CustomSpecies.txt

Umap and Bismap

Hoffman Lab at the

hg38, hg19, mm10,

https://pmgenomics.c

Mappability Princess Margaret mm9 a/hoffmanlab/proj/bis

Genomics Centre map/trackhub/hub.txt

ChromosomeAssemb | Damas et. al. colLiv2, galGal4, http://sftp.rvc.ac.uk/rv

liesGR falPer2 cpaper/birdsHUB/hub
Axt

Supplementary Table 4. Track and assembly hubs added to UCSC’s Public Hubs listing in the

last year.
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